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Phenotypic profile of microorganisms and Burkholderia cepacia 
genotype assessment in patients from a Brazilian Cystic Fibrosis 
University Center 
L.R. Barth, E. Sakeaao, J.D. Ribeiro, C. Bertuzzo, G. Hessel, J.R. Negr~o, A.T. 
Tresoldi, A.F. Ribeir o 
Pediatric Department. State University of Campbw~s Medical School. Unicamp. 
Campb~s SP - BRAZIL 
Aim:  To vet it~ the prevalence of microorganisms isolated from upper airways and 
to identify the Burkholderia cepacia genomovars. 
Methods:  Prospective study (2001 04) performed at the State University of 
Campinas, Medical  School, Unicamp, Brazil .  The secretions were obtained from 
induced cough or sputum samples. The cultures took place in a selective media. The 
genomovars was identified by PCR. 
Results: 76 patients were studied (newborn 22 years); 39 females. 9.5 years was the 
mean age anda median of 8.2 years. White race: 93.6%. Delta F 508 was present ha 
83/152 (54.6%) of the analyzed cbromosomes. 871 cultures were realized within the 
mean of 4 cultures/patients/year. Isolated microorganisms %: H influet~ae 84.2; S 
aureus 92.1 MRSA 1.43, P aeruginosa 88.2, (multiresistant 1.49); P mucbide 72.4; 
S maItophiIia 17.1; A xylosidans 9.2; A fumigatus 32.9; B cepacia 11.8 
(multiresislant 18.8). 
Genomovars: Were analyzed 19 cultures from 9 patients. Six patients had more than 
one genomovar isolation. Genomovars (%): I l l :  63.2; II: 57.8; I: 15.8; IV: 5.2; V: 
5.2. Not identified genomovar s: 15.7% 
Condus lon:  Our study identified a great percentage of Pseudomonas nd S aureus 
colonization in the CF airways. Genomovars III and II were predominant ha those 
patients colonized with Bulkholderia cepacia complex. 
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Isolation and identificaSon of rapidly growing mycobacteria in cystic 
fibrosis paSents 
M.L. Garlaschi 1, L. Cariani:, D. Costantini 2, G. Clarizia:, P. Russo 1, A. Raimondi s.
iDep. of MicrobioI., ICP, Milan, Italy; 2CF Center; Dep. of Paediatrics, Uniu of 
Milan, Italy. 3Inst. of Microbiol., Milan, Italy 
Mycobacterium abscessus and Mycobacterium chelonae are two species of rapidly 
growing mycobacteria (RGM) frequently associated with nosc~omial outbreaks. 
Patients with cystic fibrosis (CF) are at high risk of RGM infection. 
A im The purpose of this study was to evaluate two identification molecular 
methods for their ability to separate M. abscessus and M. chelonae. 
Methods A total of 375 respiratory specimens from adults and pediatrics CF 
patients were included in our study; they were cultured on BCSA, selective medium 
for BurkhoMeria cepacia complex (BioMerieux Italia). 21 isolates were genotyped; 
we  used two molecular methods (1. home made test, 2.commercial kit). 1. PCR 
amplif ication restriction analysis (PRA) of rpoB DNA was used for the differential 
identification of mycobacteria. 2 GenoType Mycobacterium CM. The s cond test 
is based on the DNA STRIp technology and permits the identification of 14 
mycobacteria species (Hain Lifescience, ARNIKA s.r.l.) 
Results Comparison of the results obtained by two different methods for identifying 
M. abscessus anM. chelonae are show ha the table 
M abseessus M ehelonae 
PRA of TpoN DNA 17 4 
GenoType Mycobacteriuna CM 17 4 
Condusiozts The cecasional observation that RGM grew on the selective medium 
for BurkhoMeria cepacia complex, we were in a position to search in all specimens 
this bacterial with a very easy and cheap method. The results suggest that both the 
methods for the differentiation of the bacteria strains, PRA of rpoB DNA mad 
GenoType Mycobacterium CM, are able to distinguish the two species, the first 
method is less expensive but less easy, the second is more expensive but more easy. 
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Tuberculin skin test positivity in CF 
A.T. Asian,  N. Kiper, D. Dogm, E. Yalcin 
PuIrrmnary Medicine Unit, Department of Pediatrics, University of Hacettepe, 
Ankara, Turkey 
Aim:  Mycobacterial pulmonary disease can be seen in CF. A positive tuberculin 
skin test (TST) reaction is hal lmark of primary infection with M tuberculosis. We 
screened our CF patients in terms of tuberculosis (TB) infection. 
Methods: Forty nine CF patients who had BCG vaccine previously were  
investigated in terms of TB infection. Five tuberculin traits of purified protein 
derivative solution was injected intradermally on the skin of the forearm. The 
reaction was measured as mil imetres of induration alter 72 hours. More than 15 mm 
enduration reaction was considered to be positive. The patients who had positive 
reaction were investigated for TB disease. 
Resulrs: Twelve of 49 evaluated patients (24 %) had positive TST. The mean age 
was 8.5 (Range 3 20 years) years. None of them had mycobacterium species 
detected in their sputum and/or gastric lavage and none had lympadenopathy ha 
Chest XRay  and/or thorax computarised tomography. One patient had history of 
TB disease in the family. Al l  patients were given prophylaxis treatment. 
Condus lon:  We recommend that CF patients hould be screened for TB infection. 
ha CF patients initiation of Tb prophylaxis wil l  prevent progression to TB disease 
which worsens the pr o~aosis. 
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Detection of anaerobic bacteria in the sputum of patients with CysSc 
Fibrosis 
T.R. Field 1, A. McDowel l  2, S. Patrick ~, J.S. Elborn ~, M.M. Tunney 1 
~ClinicaI a~u] Practice Research Group, School of Pharmacy, 2Department of
Microbiology a~u] Immunobiology, School of Medicine, 3Respiratory Medicine 
Research Group, Queen's University Belfast. Belfast BT9 7BL, UK 
Pseudomonas eruginosa pulmonary infection is the leading cause of morbidity and 
mortality in Oystic Fibrosis (CF) patients. The reduced oxygen concentration 
observed in sputa coupled with respiration of/~ aeruginosa is bel ieved to create 
anoxic zones within the CF lung. I f  the airway mucus of CF patients is anaerobic, 
there is the potential that these anoxic zones contain obligate anaerobes which may 
also contribute to the infection. In this study, we  used strict anaerobic 
bacteriological culture techniques to detect anaerobic bacteria in sputa samples 
from CF patients colonized with/~ aeruginosa. Potential anaerobes were checked 
for oxygen sensitivity and identified using API strips or by 16S rDNA PCR. 
Anaerobes were detected ha 75% of the 30 samples examined to date mad the total 
viable count of the majority of anaerobes i olated from each individual patient was 
equal to or exceeded the total viable count of/~ aeruginosa isolated from that same 
patient. Anaerobes isolated have belonged to the genus's Bifidobacterium, 
Prevotella, l/~illonella, Peptostreptococcus and Fusobacterium. These results 
indicate that anaerobes are present in the lungs of CF patients ha significant numbers 
and may, therefore, contribute to a polymicrobial infection in the lungs of CF 
patients. 
